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Type: Tool

Proper Citation

Agile Protein Interactomes DataServer (RRID:SCR_008871)

Resource Information

URL: http://apid.dep.usal.es

Proper Citation: Agile Protein Interactomes DataServer (RRID:SCR_008871)

Description: APID Interactomes (Agile Protein Interactomes DataServer) provides 
information on the protein interactomes of numerous organisms, based on the integration of 
known experimentally validated protein-protein physical interactions (PPIs). The interactome 
data includes a report on quality levels and coverage over the proteomes for each organism 
included. APID integrates PPIs from primary databases of molecular interactions (BIND, 
BioGRID, DIP, HPRD, IntAct, MINT) and also from experimentally resolved 3D structures 
(PDB) where more than two distinct proteins have been identified. This collection references 
protein interactors, through a UniProt identifier.

Abbreviations: APID

Synonyms: Agile Protein Interactomes DataServer, APID, APID Interactomes, Agile Protein 
Interactomes DataServer (APID), APID (Agile Protein Interactomes DataServer)

Resource Type: data analysis service, analysis service resource, data access protocol, web 
service, database, software resource, production service resource, service resource, data or 
information resource

Defining Citation: PMID:27131791, PMID:30715274

Keywords: protein, protein interaction, interactions, ppi, interactomes, analysis, gene, 
ontology, functional, environment, data, network, graphic, visualize

Funding: Spanish Ministerio de Sanidad y Consumo ;
Junta de Castilla y Leon

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_008871/resolver
http://apid.dep.usal.es
https://pubmed.ncbi.nlm.nih.gov/27131791
https://pubmed.ncbi.nlm.nih.gov/30715274


Availability: Free for academic use

Resource Name: Agile Protein Interactomes DataServer

Resource ID: SCR_008871

Alternate IDs: nlx_149321

Record Creation Time: 20220129T080249+0000

Record Last Update: 20250420T014444+0000

Ratings and Alerts

No rating or validation information has been found for Agile Protein Interactomes 
DataServer.

No alerts have been found for Agile Protein Interactomes DataServer.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 14 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.
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Drug Vulnerabilities Induced by Tumor Suppressor Loss in Malignant Pleural Mesothelioma. 
Cancers, 12(8).
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virus (ALKV). Cellular and molecular life sciences : CMLS, 76(3), 577.
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17.
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organisms, tissues and user-defined contexts. Nucleic acids research, 43(W1), W258.
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Cells isolated from bone marrow and placenta. BMC genomics, 15(1), 910.

Daemen A, et al. (2010) Improved microarray-based decision support with graph encoded 
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