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Proper Citation

CIPRES Science Gateway (RRID:SCR_008439)

Resource Information

URL.: http://www.phylo.org/sub_sections/portal/

Proper Citation: CIPRES Science Gateway (RRID:SCR_008439)

Description: This database is a public resource for inference of large phylogenetic trees. It
is designed to provide all researchers with access to large computational resources of the
NSF TeraGrid through a simple browser interface. The CIPRES Science Gateway provides
new hybrid parallel versions of RAXML (7.2.7) and MrBayes (3.1.2), as well as parallel
GARLI (1.0) code to insure the fastest possible run times for submitted jobs. Through a
collaboration with Alexandros Stamatakis and Wayne Pfeiffer, they now offer the fastest
hybrid versions of RAXML and MrBayes currently available. Sponsors: The CIPRES project
is a multi-site collaboration funded by the NSF Information Technology Research (ITR)
program grant entitled BUILDING THE TREE OF LIFE: A National Resource for
Phyloinformatics and Computational Phylogenetics.

Abbreviations: CIPRES

Synonyms: Cyberinfrastructure for Phylogenetic Research Science Gateway,
Cyberinfrastructure for Phylogenetic Research

Resource Type: data or information resource, database

Keywords: cyberinfrastructure, phylogenetic, research, science, tree, research, FASEB list
Funding:

Resource Name: CIPRES Science Gateway

Resource ID: SCR_008439
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Alternate IDs: nif-0000-30256
Record Creation Time: 20220129T080247+0000

Record Last Update: 20250507T060614+0000

Ratings and Alerts
No rating or validation information has been found for CIPRES Science Gateway.

No alerts have been found for CIPRES Science Gateway.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 83 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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Ecology and evolution, 13(9), e10504.

Jung S, et al. (2023) Molecular Phylogeny of Cimicoidea (Heteroptera: Cimicomorpha)
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Mycobiology, 51(4), 216.
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Scale Dispersal in Prairie Restorations. Frontiers in microbiology, 13, 827293.
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of biological chemistry, 295(31), 10522.

Hernandez-Orts JS, et al. (2019) Heterophyid trematodes (Digenea) from penguins: A new
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