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Resource Information

URL.: http://manisnet.org/

Proper Citation: Mammal Networked Information System (RRID:SCR_008332)

Description: MaNIS is a database and infrastructure meant to facilitate open access to
combined specimen data from a web browser, enhance the value of specimen collections,
conserve curatorial resources, and use a design paradigm that can be easily adopted by
other disciplines with similar needs. With support from the National Science Foundation,
seventeen North American institutions and their collaborators developed the Mammal
Networked Information System. The original objectives of MaNIS were to 1) facilitate open
access to combined specimen data from a web browser, 2) enhance the value of specimen
collections, 3) conserve curatorial resources, and 4) use a design paradigm that can be
easily adopted by other disciplines with similar needs. As an NSF-funded initiative, MaNIS
has achieved these objectives while avoiding the need for long-term, external maintenance
of the network and centralized data management. As MaNIS faces the future, it is only
through expansion of the network, both nationally and internationally, that the real impact of
this collaborative effort will be maximized. Participation by other institutions is now welcome
and those wishing to join have at their disposal the data standards, software and
documentation that were developed for this project. All that is asked of future participants is
that they make the same institutional commitment as the original collaborators to maintain
their repositories of high-quality specimen collections and make the accompanying data
available for the benefit of all. At the time of its inception, development of MaNIS addressed
the urgent call for natural history museums to come together to build and support a
biodiversity informatics infrastructure to facilitate and enhance research, education,
conservation, and public health. That call has now been answered. It is hoped that continued
expansion of the network will allow the preservation and sustainable use of biodiversity in all
its complexity as we attempt to address the magnitude of human impacts on the Earth"s
ecological systems during the 21st century. Supported by NSF



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_008332/resolver
http://manisnet.org/

Synonyms: MaNIS

Resource Type: community building portal, data or information resource, database, portal
Keywords: biodiversity, curation, vertebrate
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Resource Name: Mammal Networked Information System
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Alternate IDs: nif-0000-24911
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Ratings and Alerts

No rating or validation information has been found for Mammal Networked Information
System.

No alerts have been found for Mammal Networked Information System.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 19 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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