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Proper Citation

IARC TP53 Database (RRID:SCR_007731)

Resource Information

URL: http://p53.iarc.fr/

Proper Citation: IARC TP53 Database (RRID:SCR_007731)

Description: The IARC TP53 Mutation Database compiles all TP53 gene variations 
identified in human populations and tumor samples. Data are compiled from the peer-
reviewed literature and from generalist databases. The following datasets are available: # 
TP53 somatic mutations in sporadic cancers # TP53 germline mutation in familial cancers # 
Common TP53 polymorphisms identified in human populations # Functional and structural 
properties of P53 mutant proteins # TP53 gene status in human cell-lines # Mouse-models 
with engineered TP53 The database includes various annotations on the predicted or 
experimentally assessed functional impact of mutations, clinicopathologic characteristics of 
tumors and demographic and life-style information on patients. The database is meant to be 
a source of information on TP53 mutations for a broad range of scientists and clinicians who 
work in different research areas: # Basic research, to study the structural and functional 
aspects of the p53 protein # Molecular pathology of cancer, to understand the clinical 
significance of mutations identified in cancer patients # Molecular epidemiology of cancer, to 
analyze the links between specific exposures and mutation patterns and to make inferences 
about possible causes of cancer # Molecular genetics, to analyze genotype/phenotype 
relationships

Abbreviations: IARC TP53 Database

Resource Type: data or information resource, database

Funding:

Resource Name: IARC TP53 Database

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_007731/resolver
http://p53.iarc.fr/


Resource ID: SCR_007731

Alternate IDs: nif-0000-03006

Old URLs: http://www-p53.iarc.fr/index.html

Record Creation Time: 20220129T080243+0000

Record Last Update: 20250507T060519+0000

Ratings and Alerts

No rating or validation information has been found for IARC TP53 Database.

No alerts have been found for IARC TP53 Database.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 152 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.
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