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Gene Expression in Tooth Database

RRID:SCR_007671
Type: Tool

Proper Citation

Gene Expression in Tooth Database (RRID:SCR_007671)

Resource Information

URL: http://bite-it.helsinki.fi/

Proper Citation: Gene Expression in Tooth Database (RRID:SCR_007671)

Description: A database of gene expression in tooth. It includes expression information on
the initiation, bud, cap, bell, differentiation, and secretory stages, as well as on root
development. The website also examines epithelial layers, growth factors and receptors,
signaling molecules and transcription factors.

Synonyms: Gene Expression in Tooth Database

Resource Type: database, data or information resource
Keywords: gene expression, dental, teeth, tooth, FASEB list
Funding:

Resource Name: Gene Expression in Tooth Database
Resource ID: SCR_007671

Alternate IDs: nif-0000-02876

Record Creation Time: 20220129T080243+0000

Record Last Update: 20250503T055946+0000

Ratings and Alerts



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_007671/resolver
http://bite-it.helsinki.fi/

No rating or validation information has been found for Gene Expression in Tooth Database.

No alerts have been found for Gene Expression in Tooth Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 32 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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