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Proper Citation

BOXSHADE 3.21 (RRID:SCR_007165)

Resource Information

URL: http://www.ch.embnet.org/software/BOX form.html

Proper Citation: BOXSHADE 3.21 (RRID:SCR_007165)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on February
28,2023. This server takes a multiple-alignment file in either GCG"s MSF-format or Clustals
ALN-format. Sponsors: This resource was supported by the Swiss EMBnet Node Server.
Keywords: Server, Multiple-alignment,

Synonyms: BOXSHADE

Resource Type: data or information resource, topical portal, portal
Funding:

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: BOXSHADE 3.21

Resource ID: SCR_007165

Alternate IDs: OMICS 19792, nif-0000-30211

Alternate URLSs: https://sources.debian.org/src/boxshade/
Record Creation Time: 20220129T080240+0000

Record Last Update: 20250426T055918+0000

Ratings and Alerts


https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_007165/resolver
http://www.ch.embnet.org/software/BOX_form.html

No rating or validation information has been found for BOXSHADE 3.21.

No alerts have been found for BOXSHADE 3.21.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 595 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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Wang YC, et al. (2024) Ethylene-responsive VVIERF003 modulates glycosylated
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Dependent Antimicrobial Gene Induction in the Red Flour Beetle, Tribolium castaneum
(Coleoptera; Tenebrionidae). International journal of molecular sciences, 24(2).
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the Nuclear Pore Complex in the Malaria Model Plasmodium berghei. mBio, 13(5),
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biological macromolecules, 200, 193.

Haddad AN, et al. (2022) Identification of a tachykinin receptor and its implication in
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