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PROGENY

RRID:SCR_006647
Type: Tool

Proper Citation

PROGENY (RRID:SCR_006647)

Resource Information

URL: http://www.progenygenetics.com/

Proper Citation: PROGENY (RRID:SCR_006647)

Description: Fully customizable, comprehensive genetic pedigree and clinical data
management software including a multi-user relational database with an integrated
pedigree drawing component to manage genetic and pedigree data in one database.
Manage Pedigrees, Individuals, SNPs, STRs, Samples, Plates, Genotypes and exports to
multiple analysis platforms. (entry from Genetic Analysis Software) * LIMS software,
providing advanced sample tracking and management (including functionality to generate
and record barcodes) and configurable workflows for your specific environment. * Full
genotype management gives users the ability to track not only family-based studies, but
Whole Genome Association studies containing 1000"s of samples with large arrays.

Abbreviations: Progeny
Synonyms: Progeny Software LLC, Progeny Software

Resource Type: data management software, commercial organization, software
resource, software application

Keywords: gene, genetic, genomic, c++, active x control, ms-windows, pedigree, clinical,
genotype, data management, drawing, family history, questionnaire, sample, lab
management, FASEB list

Resource Name: PROGENY

Resource ID: SCR_006647

Alternate IDs: nlx_154553, OMICS_00216
Record Creation Time: 20220129T080237+0000

Record Last Update: 20260808T185847+0000



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_006647/resolver
http://www.progenygenetics.com/

Ratings and Alerts
No rating or validation information has been found for PROGENY.

No alerts have been found for PROGENY.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 416 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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Chen X, et al. (2025) Integrative single cell transcriptomic analysis reveals 3p deletion
associated tumor microenvironment and chemoresistance in head and neck squamous
cell carcinoma. Scientific reports, 15(1), 8224.
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