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Proper Citation

Enzyme Nomenclature (RRID:SCR_006583)

Resource Information

URL: http://www.chem.gmul.ac.uk/iubmb/enzyme/

Proper Citation: Enzyme Nomenclature (RRID:SCR_006583)

Description: Recommendations of the Nomenclature Committee of the International
Union of Biochemistry and Molecular Biology on the nomenclature and classification of
enzymes by the reactions they catalyze. Also included are links to individual documents
and advice is provided on how to suggest new enzymes for listing, or correction of existing
entries. The common names of all listed enzymes are listed, along with their EC numbers.
Where an enzyme has been deleted or transferred to another EC number, this information
is also indicated. Each list is linked to either separate entries for each entry or to files with
up to 50 enzymes in each file. A start has been made in showing the pathways in which
enzymes participate. For other enzymes a glossary entry has been added which may be
just a systematic name or a link to a graphic representation. The glossary from Enzyme
Nomenclature, 1992 may also be consulted. This has been updated with subsequent
glossary entries. Each enzyme entry has links to other databases. Enzyme Subclasses
provide links to a list of sub-subclasses which in turn list the enzymes linked to separate
files for each enzyme, or to a list as part of a file with up to 50 enzymes per file.

Abbreviations: Enzyme Nomenclature

Resource Type: data or information resource, international standard specification,
narrative resource, data set, storage service resource, data repository, database, standard
specification, service resource

Keywords: enzyme category, enzyme classification, enzyme nomenclature, enzyme
reaction category, enzyme, classification, nomenclature, pathway, gold standard, FASEB
list

Resource Name: Enzyme Nomenclature

Resource ID: SCR_006583
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https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_006583/resolver
http://www.chem.qmul.ac.uk/iubmb/enzyme/

Alternate IDs: nif-0000-02804
Record Creation Time: 20220129T080237+0000

Record Last Update: 20260819T044200+0000

Ratings and Alerts
No rating or validation information has been found for Enzyme Nomenclature.

No alerts have been found for Enzyme Nomenclature.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 54 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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