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Proper Citation

OMIM (RRID:SCR_006437)

Resource Information

URL: http://omim.org

Proper Citation: OMIM (RRID:SCR_006437)

Description: Online catalog of human genes and genetic disorders, for clinical features,
phenotypes and genes. Collection of human genes and genetic phenotypes, focusing on
relationship between phenotype and genotype. Referenced overviews in OMIM contain
information on all known mendelian disorders and variety of related genes. It is updated
daily, and entries contain copious links to other genetics resources.

Abbreviations: OMIM, MIM

Synonyms: Online Mendelian Inheritance in Man, OMIM - Online Mendelian Inheritance
in Man, MIM, The Online Mendelian Inheritance in Man Morbid Map

Resource Type: database, data or information resource, catalog

Defining Citation: PMID:22477700, PMID:22470145, PMID:21472891, PMID:19728286,
PMID:18842627, PMID:18428346, PMID:17642958, PMID:17357067, PMID:15608251,
PMID:15360913, PMID:11752252, PMID:10845565, PMID:10612823, PMID:9805561,
PMID:7937048, PMID:1867277

Keywords: gene, genetics, phenotype, genotype, genetic loci, mutation, clinical, trait,
disorder, umls, ontology, gold standard, FASEB list

Related Condition: Genetic disorder, Mendelian disorder, Developmental disorder
Availability: Restricted

Resource Name: OMIM

Resource ID: SCR_006437

Alternate IDs: nif-0000-03216, r3d100010416, OMICS_00278
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Alternate URLSs: http://www.ncbi.nIm.nih.gov/sites/entrez?db=omim,
http://www.ncbi.nlm.nih.gov/Omim/, http://purl.bioontology.org/ontology/OMIM,
https://doi.org/10.17616/R3188W

License URLs: http://omim.org/help/agreement http://omim.org/help/copyright
Record Creation Time: 20220129T080236+0000

Record Last Update: 20260808T185858+0000

Ratings and Alerts
No rating or validation information has been found for OMIM.

No alerts have been found for OMIM.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 7365 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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