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Proper Citation

Sybil (RRID:SCR_005593)

Resource Information

URL: http://sybil.sourceforge.net/

Proper Citation: Sybil (RRID:SCR_005593)

Description: A web-based software package for comparative genomics.

Abbreviations: Sybil

Synonyms: Sybil: Web-based software for comparative genomics

Resource Type: software resource, data or information resource, database

Defining Citation: PMID:22121156

Keywords: comparative genomics, genome, synteny, protein cluster, protein, gene, genomic 
region, synteny gradient, bio.tools

Funding:

Resource Name: Sybil

Resource ID: SCR_005593

Alternate IDs: OMICS_00945, biotools:sybil

Alternate URLs: https://bio.tools/sybil

Record Creation Time: 20220129T080231+0000

Record Last Update: 20250527T054842+0000

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_005593/resolver
http://sybil.sourceforge.net/
https://pubmed.ncbi.nlm.nih.gov/22121156


Ratings and Alerts

No rating or validation information has been found for Sybil.

No alerts have been found for Sybil.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 35 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.

Baccega D, et al. (2024) Enhancing COVID-19 forecasting precision through the integration 
of compartmental models, machine learning and variants. Scientific reports, 14(1), 19220.

Rai HM, et al. (2024) Enhancing data security and privacy in energy applications: Integrating 
IoT and blockchain technologies. Heliyon, 10(19), e38917.

Burtnick MN, et al. (2024) Identification of Burkholderia cepacia strains that express a 
Burkholderia pseudomallei-like capsular polysaccharide. Microbiology spectrum, 12(3), 
e0332123.

Dell'Olio A, et al. (2024) Tailored impact of dietary fibers on gut microbiota: a multi-omics 
comparison on the lean and obese microbial communities. Microbiome, 12(1), 250.

Simon J, et al. (2023) Role of sex in lung cancer risk prediction based on single low-dose 
chest computed tomography. Scientific reports, 13(1), 18611.

Scott WT, et al. (2023) A structured evaluation of genome-scale constraint-based modeling 
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Peiro C, et al. (2019) Chemical and Metabolic Controls on Dihydroxyacetone Metabolism 
Lead to Suboptimal Growth of Escherichia coli. Applied and environmental microbiology, 
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impact on mAb productivity and Fc-glycosylation. Biotechnology and bioengineering, 115(2), 
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