Resource Summary Report

Generated by NIF on May 27, 2025

FASTX-ToolKkit
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Proper Citation

FASTX-Toolkit (RRID:SCR_005534)

Resource Information

URL.: http://hannonlab.cshl.edu/fastx toolkit/

Proper Citation: FASTX-Toolkit (RRID:SCR_005534)

Description: Software tool as collection of command line tools for Short-Reads
FASTA/FASTQ files preprocessing.

Synonyms: FASTQ/A short-reads pre-processing tools

Resource Type: software toolkit, software application, software resource, data processing
software

Keywords: Short reads, FASTA file, FASTQ file, preprocessing, command line tools,
bio.tools

Funding:

Availability: Free, Available for download, Freely available

Resource Name: FASTX-Toolkit

Resource ID: SCR_005534

Alternate IDs: SCR_019035, SCR_015042, biotools:fastx-toolkit, OMICS 01045
Alternate URLSs: https://github.com/agordon/fastx_toolkit, https://bio.tools/fastx-toolkit
License: Affero GPL (AGPL)

Record Creation Time: 20220129T080230+0000
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Ratings and Alerts
No rating or validation information has been found for FASTX-Toolkit.

No alerts have been found for FASTX-Toolkit.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 2492 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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inhibiting OSBP. Nature chemical biology, 21(2), 193.

Willemsen A, et al. (2025) Novel High-Quality Amoeba Genomes Reveal Widespread Codon
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Kulmann MIR, et al. (2025) Enhanced RNAIi does not provide efficient innate antiviral
immunity in mice. Nucleic acids research, 53(1).
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Resultant m6A Hypermethylation. Cancer research communications, 4(3), 876.
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13.
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tumor network driver CHI3L1. Nature communications, 15(1), 968.
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encephalitic alphaviruses. Nature communications, 15(1), 246.
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function of LIN28A instructs pluripotent stem cell fate decisions. Nature communications,
15(1), 1256.
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