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RRID:SCR_005489
Type: Tool

Proper Citation

ngsTools (RRID:SCR_005489)

Resource Information

URL.: https://github.com/mfumagalli/ngsTools

Proper Citation: ngsTools (RRID:SCR_005489)

Description: A collection of software programs for population genetics analyses from NGS
(Next-Generation Sequencing) data, taking into account its statistical uncertainty. The
methods implemented in these programs do not rely on SNP (Single Nucleotide
Polymorphism) or genotype calling, and are particularly suitable for low sequencing depth
data.

Abbreviations: ngsTools

Resource Type: software application, software resource, data analysis software, data
processing software

Defining Citation: PMID:24458950

Keywords: java, next-generation sequencing, population, genetics, bio.tools
Funding:

Availability: GNU General Public License, v3, Acknowledgement requested
Resource Name: ngsTools

Resource ID: SCR_005489

Alternate IDs: OMICS_ 02248, biotools:ngstools



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_005489/resolver
https://github.com/mfumagalli/ngsTools
https://pubmed.ncbi.nlm.nih.gov/24458950

Alternate URLSs: https://bio.tools/ngstools
Record Creation Time: 20220129T080230+0000

Record Last Update: 20250519T203403+0000

Ratings and Alerts
No rating or validation information has been found for ngsTools.

No alerts have been found for ngsTools.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 51 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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e70072.
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17(2), e13656.
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