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Proper Citation

Bowtie (RRID:SCR_005476)

Resource Information

URL: http://bowtie-bio.sourceforge.net/index.shtml

Proper Citation: Bowtie (RRID:SCR_005476)

Description: Software ultrafast memory efficient tool for aligning sequencing reads.
Bowtie is short read aligner.

Resource Type: sequence analysis software, image analysis software, alignment
software, software resource, data analysis software, software application, data processing
software

Defining Citation: PMID:19261174, DOI:10.1186/gb-2009-10-3-r25

Keywords: sequence, analysis, long, reference, read, alignment, gap, local, pair, end,
rna, rnaseq, bio.tools

Funding: NHGRI R01 HG006102;
NIGMS R01 GM083873;
Amazon Web Services in Education Research

Availability: Free, Available for download, Freely available

Resource Name: Bowtie

Resource ID: SCR_005476

Alternate IDs: biotools:bowtie, OMICS_00653

Alternate URLs: https://github.com/BenLangmead/bowtie, https://bio.tools/bowtie,
https://sources.debian.org/src/bowtie/

License: GNU GPL v3.0

Record Creation Time: 20220129T080230+0000

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_005476/resolver
http://bowtie-bio.sourceforge.net/index.shtml
https://pubmed.ncbi.nlm.nih.gov/19261174
https://dx.doi.org/10.1186/gb-2009-10-3-r25


Record Last Update: 20260820T054503+0000

Ratings and Alerts

No rating or validation information has been found for Bowtie.

No alerts have been found for Bowtie.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 13799 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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Homogeneously Staining Regions Activates MYC Transcription in Group 3
Medulloblastoma. Cancer research, 86(13), 3160.
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Therapeutic Target for High-Risk Follicular Thyroid Carcinoma. Cancer science, 117(1),
257.

LaVigne CA, et al. (2026) Plagl1 and Lrrc58 control mammalian body size by triggering
target-directed microRNA degradation of miR-322 and miR-503. Genes & development,
40(3-4), 215.
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e23017.
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miR-101-3p-mediated suppression of MCL1. Cancer cell international, 26(1), 88.

St John E, et al. (2026) Global deep-sea hydrothermal deposit metagenomes and
metagenome-assembled genomes over time and space. Scientific data, 13(1), 283.
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Akla N, et al. (2026) CRISPR-based chemogenomic profiling reveals redox vulnerabilities
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Wang K, et al. (2026) Silencing of BCL11A by disrupting enhancer-dependent epigenetic
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