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COVA (RRID:SCR_005175)

Resource Information

URL: http://sourceforge.net/projects/cova/

Proper Citation: COVA (RRID:SCR_005175)

Description: A variant annotation and comparison tool for next-generation sequencing. It 
annotates the effects of variants on genes and compares those among multiple samples, 
which helps to pinpoint causal variation(s) relating to phenotype.

Abbreviations: COVA

Synonyms: COVA - Comparison of variants and functional annotation, Comparison of 
variants and functional annotation

Resource Type: software resource

Keywords: next-generation sequencing, variant annotation, variant, annotation, gene, 
genetic variation, phenotype

Funding:

Resource Name: COVA

Resource ID: SCR_005175

Alternate IDs: OMICS_00171

Record Creation Time: 20220129T080228+0000

Record Last Update: 20250410T065233+0000

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_005175/resolver
http://sourceforge.net/projects/cova/


Ratings and Alerts

No rating or validation information has been found for COVA.

No alerts have been found for COVA.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 53 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.
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25(1), 1175.

Wang B, et al. (2024) Whole-genome Sequencing Reveals Autooctoploidy in Chinese 
Sturgeon and Its Evolutionary Trajectories. Genomics, proteomics & bioinformatics, 22(1).
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Cruz SA, et al. (2024) Digital business, work and consumption in a service relation: a case 
study of a delivery platform company. Frontiers in sociology, 9, 1454305.
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Resistance Contributing to Hypertension in Pregnancy. Journal of xenobiotics, 14(2), 497.
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449.
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