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Proper Citation

SMART (RRID:SCR_005026)

Resource Information

URL: http://smart.embl.de/

Proper Citation: SMART (RRID:SCR_005026)

Description: Software tool for identification and annotation of genetically mobile domains
and analysis of domain architectures.

Abbreviations: SMART

Synonyms: Simple Modular Architecture Research Tool

Resource Type: data or information resource, analysis service resource, data access
protocol, software resource, web service, database, production service resource, service
resource, data analysis service

Defining Citation: PMID:18978020, PMID:16381859, PMID:14681379, PMID:10592234,
PMID:9847187, PMID:9600884

Keywords: extracellular, gene, genetic, genetically, genome, architecture, chromatin,
domain, mobile, phyletic, protein, proteome, signaling, structure, taxonomic, tertiary,
bio.tools, FASEB list

Funding: European Union

Availability: Free, Freely available

Resource Name: SMART

Resource ID: SCR_005026

Alternate IDs: nif-0000-03471, biotools:smart

Alternate URLs: http://smart.embl-heidelberg.de/, https://bio.tools/smart
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Ratings and Alerts

No rating or validation information has been found for SMART.

No alerts have been found for SMART.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 8432 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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Chen P, et al. (2026) Bombyx mori Jun gene is involved in endoreplication of silk gland
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Shi X, et al. (2026) Cellular uptake of extracellular dsRNA is tissue-dependent in insects.
BMC biology, 24(1).

Tian C, et al. (2026) 20-hydroxyecdysone promotes brain development via upregulating
MMP2 expression during metamorphosis in Helicoverpa armigera. PLoS genetics, 22(1),
e1012032.

Ying J, et al. (2026) Genome-wide identification, characterization and expression analysis
of the HSP70 gene family in seagrass Zostera marina under abiotic stress. BMC plant
biology, 26(1).

Li H, et al. (2026) Genome-wide identification of the GLK gene family in wheat (Triticum
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genomics, 27(1), 78.
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Chen Y, et al. (2026) Genome-wide identification, classification and expression analysis of
laccase family members in Solanum lycopersicum. BMC plant biology, 26(1), 337.

Yue Y, et al. (2026) ADA2 Forms Nuclear Condensates with GCN5 and ATP-Citrate Lyase
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connections between signaling pathways. Cell genomics, 6(5), 101161.
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Wu X, et al. (2026) Acupuncture as a modulator of microglial polarization and pyroptosis in
depression: evidence from a chronic unpredictable mild stress rat model. Metabolic brain
disease, 41(1), 20.
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