Resource Summary Report

Generated by NIF on Apr 27, 2025

BestKeeper

RRID:SCR_003380
Type: Tool

Proper Citation

BestKeeper (RRID:SCR_003380)

Resource Information

URL.: http://www.gene-quantification.de/bestkeeper.html

Proper Citation: BestKeeper (RRID:SCR_003380)

Description: Excel-based tool using pair-wise correlations for determination of stable
housekeeping genes, differentially regulated target genes and sample integrity. It determines
the best suited standards, out of ten candidates, and combines them into an index. The
index can be compared with further ten target genes to decide, whether they are differentially
expressed under an applied treatment. All data processing is based on crossing points.

Abbreviations: BestKeeper
Resource Type: software resource

Defining Citation: PMID:15127793

Keywords: gene, excel, quantification, rt-gpcr, gene expression, target gene, differential
expression

Funding:

Resource Name: BestKeeper
Resource ID: SCR_003380
Alternate IDs: OMICS 02318

Alternate URLSs: http://bestkeeper.gene-quantification.info/
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Old URLSs: http://www.wzw.tum.de/gene-quantification/bestkeeper.html
Record Creation Time: 20220129T080218+0000

Record Last Update: 20250420T014141+0000

Ratings and Alerts
No rating or validation information has been found for BestKeeper.

No alerts have been found for BestKeeper.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1068 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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immunologically different responses in naive honey bee hosts. Insect molecular biology,
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Response Analyses of the Late Embryogenesis Abundant Gene Family in the Alpine Cold-
Tolerant Medicinal Notopterygium Species. International journal of molecular sciences,
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1216.

Wang Z, et al. (2024) Evaluation and Validation of Reference Genes for Gene Expression
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