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BestKeeper

RRID:SCR_003380
Type: Tool

Proper Citation

BestKeeper (RRID:SCR_003380)

Resource Information

URL: http://www.gene-quantification.de/bestkeeper.html

Proper Citation: BestKeeper (RRID:SCR_003380)

Description: Excel-based tool using pair-wise correlations for determination of stable
housekeeping genes, differentially regulated target genes and sample integrity. It
determines the best suited standards, out of ten candidates, and combines them into an
index. The index can be compared with further ten target genes to decide, whether they
are differentially expressed under an applied treatment. All data processing is based on
crossing points.

Abbreviations: BestKeeper
Resource Type: software resource

Defining Citation: PMID:15127793

Keywords: gene, excel, quantification, rt-gpcr, gene expression, target gene, differential
expression

Availability: Free, Available for download, Freely available

Resource Name: BestKeeper

Resource ID: SCR_003380

Alternate IDs: OMICS 02318

Alternate URLSs: http://bestkeeper.gene-quantification.info/

Old URLs: http://www.wzw.tum.de/gene-quantification/bestkeeper.html
Record Creation Time: 20220129T080218+0000

Record Last Update: 20260808T185757+0000
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https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_003380/resolver
http://www.gene-quantification.de/bestkeeper.html
https://pubmed.ncbi.nlm.nih.gov/15127793

Ratings and Alerts
No rating or validation information has been found for BestKeeper.

No alerts have been found for BestKeeper.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1188 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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Quarta R, et al. (2026) Best reference genes for unbiased normalized transcript
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Diaphorencyrtus aligarhensis-A Predominant Parasitoid of Diaphorina citri. International
journal of molecular sciences, 27(11).

Li X, et al. (2026) Reference Genes for Expression Analyses by RT-gPCR in Hyblaea
puera (Lepidoptera: Hyblaeidae). Insects, 17(6).

Zhao J, et al. (2026) Identification and Stability Assessment of Reference Genes in
Helicoverpa armigera Under Plant Secondary Substance and Insecticide Stresses.
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