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C. elegans Gene Knockout Consortium (RRID:SCR_003000)

Resource Information

URL: http://celeganskoconsortium.omrf.org

Proper Citation: C. elegans Gene Knockout Consortium (RRID:SCR_003000)

Description: THIS RESOURCE IS NO LONGER IN SERVCE, documented September 2,
2016. The mission of the C. elegans Gene Knockout Consortium is to facilitate genetic
research of this important model system through the production of deletion alleles at
specified gene targets. We choose targets based on investigator requests. Strains
produced by the consortium are freely available with no restrictions to any investigator. At
one time, our capacity dictated that we restrict requests to five per lab. This restriction no
longer holds. Investigators are encouraged especially to register requests for functionally
related groups of genes. Consortium strains are distributed by the C. elegans Genetic
Center (CGC). In most cases, when you use the Consortium web site to request an
existing allele, your request is forwarded automatically to the CGC. However, if you
indicate that an existing allele is not satisfactory for your research, (for whatever reason),
you may request that we generate another allele for the same target. Any information
generated by the Consortium is entered into the official C. elegans data repository,
WormBase.

Abbreviations: C. elegans Gene Knockout Consortium

Synonyms: C. elegans Gene Knockout Consortium

Resource Type: organism supplier, biomaterial supply resource, material resource

Keywords: gene, locus, knockout, genetic, research, model, allele, target, strain, deletion
allele, gene target

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: C. elegans Gene Knockout Consortium

Resource ID: SCR_003000

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_003000/resolver
http://celeganskoconsortium.omrf.org


Alternate IDs: nif-0000-30230

Record Creation Time: 20220129T080216+0000

Record Last Update: 20260729T044035+0000

Ratings and Alerts

No rating or validation information has been found for C. elegans Gene Knockout
Consortium.

No alerts have been found for C. elegans Gene Knockout Consortium.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 30 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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