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Proper Citation

Greengenes (RRID:SCR_002830)

Resource Information

URL.: http://greengenes.secondgenome.com/downloads

Proper Citation: Greengenes (RRID:SCR_002830)

Description: Database that provides access to the current and comprehensive 16S rRNA
gene sequence alignment for browsing, blasting, probing, and downloading. The data and
tools can assist the researcher in choosing phylogenetically specific probes, interpreting
microarray results, and aligning/annotating novel sequences. The 16S rRNA gene database
provides chimera screening, standard alignment, and taxonomic classification using multiple
published taxonomies. ARB users can use Greengenes to update local databases.

Resource Type: database, data or information resource

Defining Citation: PMID:16820507

Keywords: microbiome, rrna, 16s rrna, gene, dna, rna, chimera, alignment, taxonomic
classification, taxonomy, FASEB list

Funding: Department of Energy contract DE-AC02-05CH11231
Availability: Open source

Resource Name: Greengenes

Resource ID: SCR_002830

Alternate IDs: OMICS_01512, nif-0000-02927

Alternate URLSs: http://greengenes.lbl.gov
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Ratings and Alerts
No rating or validation information has been found for Greengenes.

No alerts have been found for Greengenes.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 2905 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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Kashchenko G, et al. (2025) Investigating Aerobic Hive Microflora: Role of Surface
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Kordahi MC, et al. (2025) Mucus-penetrating microbiota drive chronic low-grade intestinal
inflammation and metabolic dysregulation. Gut microbes, 17(1), 2455790.

Li Y, et al. (2025) Effects of adding a kind of compound bio-enzyme to the diet on the
production performance, serum immunity, and intestinal health of Pekin ducks. Poultry
science, 104(1), 104506.

Zhang X, et al. (2025) Lentinan's effect on gut microbiota and inflammatory cytokines in 5-FU-
induced mucositis mice. AMB Express, 15(1), 11.

Sarrazin-Gendron R, et al. (2025) Improving microbial phylogeny with citizen science within a
mass-market video game. Nature biotechnology, 43(1), 76.

Mi R, et al. (2025) Anti-oxidation enhancement, inflammation alleviation, and microbial
composition optimization of using tussah (Antheraea pernyi) silk fibroin peptides for
hyperglycaemia remission. PloS one, 20(1), e0317891.



https://neuinfo.org/about/sources/nlx_144509-1
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_002830/resolver/mentions

Sall I, et al. (2025) Gut dysbiosis was inevitable, but tolerance was not: temporal responses
of the murine microbiota that maintain its capacity for butyrate production correlate with
sustained antinociception to chronic morphine. Gut microbes, 17(1), 2446423.
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100964.
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15(1), 1275.

Kim MJ, et al. (2025) Cell free supernatants of Bifidobacterium adolescentis and
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Scientific reports, 15(1), 935.
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