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Proper Citation

Coding Potential Calculator (RRID:SCR_002764)

Resource Information

URL: http://cpc.cbi.pku.edu.cn/

Proper Citation: Coding Potential Calculator (RRID:SCR_002764)

Description: A Support Vector Machine-based classifier to assesses the protein-coding
potential of a transcript based on six biologically meaningful sequence features. CPC can
discriminate coding from noncoding transcripts with high accuracy and speed. In addition
to predicting the coding potential of the input transcripts, the CPC web server also
graphically displays detailed sequence features and additional annotations of the
transcript that may facilitate users' further investigation. The coding potential calculator
tool reads FASTA data format as input.

Abbreviations: CPC

Resource Type: service resource, data analysis service, analysis service resource,
software resource, production service resource

Defining Citation: PMID:17631615

Keywords: fasta, transcript, protein coding, coding potential, bio.tools

Availability: Free, Freely available

Resource Name: Coding Potential Calculator

Resource ID: SCR_002764

Alternate IDs: biotools:cpc, rid_000106

Alternate URLs: https://bio.tools/cpc

Record Creation Time: 20220129T080215+0000

Record Last Update: 20260810T040338+0000

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_002764/resolver
http://cpc.cbi.pku.edu.cn/
https://pubmed.ncbi.nlm.nih.gov/17631615


Ratings and Alerts

No rating or validation information has been found for Coding Potential Calculator.

No alerts have been found for Coding Potential Calculator.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 225 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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