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Resource Information

URL: http://www.pharmgkb.org/

Proper Citation: PharmGKB (RRID:SCR_002689)

Description: Database and central repository for genetic, genomic, molecular and cellular
phenotype data and clinical information about people who have patrticipated in
pharmacogenomics research studies. The data includes, but is not limited to, clinical and
basic pharmacokinetic and pharmacogenomic research in the cardiovascular, pulmonary,
cancer, pathways, metabolic and transporter domains. PharmGKB welcomes submissions
of primary data from all research into genes and genetic variation and their effects on drug
and disease phenotypes. PharmGKB collects, encodes, and disseminates knowledge
about the impact of human genetic variations on drug response. They curate primary
genotype and phenotype data, annotate gene variants and gene-drug-disease
relationships via literature review, and summarize important PGx genes and drug
pathways. PharmGKB is part of the NIH Pharmacogenomics Research Network (PGRN),
a nationwide collaborative research consortium. Its aim is to aid researchers in
understanding how genetic variation among individuals contributes to differences in
reactions to drugs. A selected subset of data from PharmGKB is accessible via a SOAP
interface. Downloaded data is available for individual research purposes only. Drugs with
pharmacogenomic information in the context of FDA-approved drug labels are cataloged
and drugs with mounting pharmacogenomic evidence are listed.

Abbreviations: PharmGKB
Synonyms: Pharmacogenomics Knowledge Base

Resource Type: data or information resource, data set, storage service resource, data
access protocol, software resource, data repository, web service, database, service
resource

Defining Citation: PMID:11908751
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Availability: Free, Freely available
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Ratings and Alerts
No rating or validation information has been found for PharmGKB.

No alerts have been found for PharmGKB.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1276 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .

Tremmel R, et al. (2026) Clinical Implementation of Pharmacogenomics and Drug-Drug
Interaction Screening in a German Academic Teaching Hospital and Outpatient Follow-
Up. Clinical pharmacology and therapeutics, 119(1), 241.

Olivier IS, et al. (2026) Personalized care of paediatric drug-resistant epilepsy in Africa: A
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setting: real-world data. Pharmacogenetics and genomics, 36(2), 56.
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e70599.
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through integrative bioinformatics. PloS one, 21(6), e0350628.
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Robertson SP, et al. (2026) A primary care pharmacogenetic precision medicine pilot
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Micuchova N, et al. (2026) Transporter gene variants influencing metformin
pharmacokinetics and pharmacodynamics common in European populations: a
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Privitera GF, et al. (2026) An open-source clinical bioinformatics pipeline for real-world
NGS implementation: translating genomic variants into actionable treatment strategies in
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