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Parkinson’s Disease Biomarkers Program Data
Management Resource (PDBP DMR)

RRID:SCR_002517
Type: Tool

Proper Citation

Parkinson’s Disease Biomarkers Program Data Management Resource (PDBP DMR)
(RRID:SCR_002517)

Resource Information

URL: https://pdbp.ninds.nih.gov

Proper Citation: Parkinson’s Disease Biomarkers Program Data Management Resource
(PDBP DMR) (RRID:SCR_002517)

Description: Common data management resource and web portal to promote discovery
of Parkinson's Disease diagnostic and progression biomarker candidates for early
detection and measurement of disease progression. PDBP will serve as multi-faceted
platform for integrating existing biomarker efforts, standardizing data collection and
management across these efforts, accelerating discovery of new biomarkers, and
fostering and expanding collaborative opportunities for all stakeholders.

Abbreviations: PDBP

Synonyms: Parkinson's Disease Biomarkers Program, PDBP: Parkinsons Disease
Biomarkers Program, Parkinson’s Disease Biomarkers Program Data Management
Resource, PDBP DMR

Resource Type: biospecimen repository, storage service resource, material storage
repository, service resource

Defining Citation: PMID:25976927

Keywords: parkinson's, clinical neuroinformatics, magnetic resonance, diagnostic,
progression, biomarker, clinical

Related Condition: Parkinson's disease

Funding: nim;
NINDS



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_002517/resolver
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_002517/resolver
https://pdbp.ninds.nih.gov
https://pubmed.ncbi.nlm.nih.gov/25976927

Availability: Restricted

Resource Name: Parkinson’s Disease Biomarkers Program Data Management Resource
(PDBP DMR)

Resource ID: SCR_002517

Alternate IDs: nlx_155919

Alternate URLSs: http://www.nitrc.org/projects/pdbp
Old URLs: http://pdbp.ninds.nih.gov/index.jsp
Record Creation Time: 20220129T080213+0000

Record Last Update: 20260808T185742+0000

Ratings and Alerts

No rating or validation information has been found for Parkinson’s Disease Biomarkers
Program Data Management Resource (PDBP DMR).

No alerts have been found for Parkinson’s Disease Biomarkers Program Data
Management Resource (PDBP DMR).

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 31 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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Zhang W, et al. (2025) DualGCN-GE: integration of spatiotemporal representations from
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