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Proper Citation

Biological Magnetic Resonance Data Bank (BMRB) (RRID:SCR_002296)

Resource Information

URL: https://bmrb.io

Proper Citation: Biological Magnetic Resonance Data Bank (BMRB)
(RRID:SCR_002296)

Description: Public depository that collects, annotates, archives, and disseminates
important spectral and quantitative data derived from nuclear magnetic resonance
spectroscopic investigations of biological macromolecules and metabolites. Provides
reference information and maintains a collection of NMR pulse sequences and computer
software for biomolecular NMR.

Abbreviations: BioMagResBank, BMRB

Synonyms: BMRB, BioMagResBank, Biological Magnetic Resonance DataBank, BioMag
Res Bank

Resource Type: database, data or information resource, service resource, storage
service resource, data repository

Defining Citation: PMID:18288446, PMID:17984079, PMID:12766409, PMID:36478084

Keywords: magnetic resonance, data bank, depository, database, data repository,
spectral data, quantitative data, nmr, spectroscopy, macromolecule, metabolite,
metabolomics, FASEB list

Funding: NLM LM05799

Availability: Free, Freely available

Resource Name: Biological Magnetic Resonance Data Bank (BMRB)

Resource ID: SCR_002296

Alternate IDs: r3d100010191, nif-0000-21058

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_002296/resolver
https://bmrb.io
https://pubmed.ncbi.nlm.nih.gov/18288446
https://pubmed.ncbi.nlm.nih.gov/17984079
https://pubmed.ncbi.nlm.nih.gov/12766409
https://pubmed.ncbi.nlm.nih.gov/36478084


Record Creation Time: 20220129T080212+0000

Record Last Update: 20260810T040331+0000

Ratings and Alerts

No rating or validation information has been found for Biological Magnetic Resonance
Data Bank (BMRB).

No alerts have been found for Biological Magnetic Resonance Data Bank (BMRB).

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 790 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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