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Spliceosome Database

RRID:SCR_002097
Type: Tool

Proper Citation

Spliceosome Database (RRID:SCR_002097)

Resource Information

URL.: http://spliceosomedb.ucsc.edu/

Proper Citation: Spliceosome Database (RRID:SCR_002097)

Description: A database of proteins and RNAs that have been identified in various purified
splicing complexes. Various names, orthologs and gene identifiers of spliceosome proteins
have been cataloged to navigate the complex nomenclature of spliceosome proteins. Links
to gene and protein records are also provided for the spliceosome components in other
databases. To navigate spliceosome assembly dynamics, tools were created to compare the
association of spliceosome proteins with complexes that form at specific stages of
spliceosome assembly based on a compendium of mass spectrometry experiments that
identified proteins in purified splicing complexes.

Abbreviations: Spliceosome Database

Synonyms: Spliceosome Database - A source of information for the SLPICEOSOME: The
large ribonucleoprotein complex responsible for pre-mRNA splicing, Spliceosome
Component Database

Resource Type: database, data or information resource

Defining Citation: PMID:23118483

Keywords: splicing, mass spectrometry, protein, rna, complex, spliceosome, small nuclear
rna, structure, dynamics, ortholog, gene

Funding:

Resource Name: Spliceosome Database



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_002097/resolver
http://spliceosomedb.ucsc.edu/
https://pubmed.ncbi.nlm.nih.gov/23118483

Resource ID: SCR_002097
Alternate IDs: OMICS 01891
Record Creation Time: 20220129T080211+0000

Record Last Update: 20250430T055135+0000

Ratings and Alerts
No rating or validation information has been found for Spliceosome Database.

No alerts have been found for Spliceosome Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 11 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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