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Proper Citation

MetaBase (RRID:SCR_001762)

Resource Information

URL.: http://biodatabase.org/index.php?titte=Main _Page&oldid=8972

Proper Citation: MetaBase (RRID:SCR_001762)

Description: User-contributed list of biological databases available on the internet. Currently
there are 1,801 entries, each describing a different database. The databases are described
in a semi-structured way by using templates and entries can carry various user comments
and annotations. Entries can be searched, listed or browsed by category. The site uses the
same MediaWiki technology that powers Wikipedia, The Mediawiki system allows users to
participate on many different levels, ranging from authors and editors to curators and
designers. MetaBase aims to be a flexible, user-driven (user-created) resource for the
biological database community. The main focuses of MetaBase are: * As a basic
requirement, MB contains a list of databases, URLs and descriptions of the most commonly
used biological databases currently available on the internet. * The system should be
flexible, allowing users to contribute, update and maintain the data in different ways. * In the
future we aim to generate more communication between the database developer and user
communities.

Abbreviations: MB
Synonyms: MetaBase (MB)
Resource Type: data or information resource, wiki, narrative resource, database

Defining Citation: PMID:22139927

Keywords: biological, mediawiki, biology, bio.tools, FASEB list

Funding: MKE - Ministry of Knowledge Economy
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https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_001762/resolver
http://biodatabase.org/index.php?title=Main_Page&oldid=8972
https://pubmed.ncbi.nlm.nih.gov/22139927

Availability: Creative Commons Attribution Non-Commercial ShareAlike, The community
can contribute to this resource

Resource Name: MetaBase

Resource ID: SCR_001762

Alternate IDs: biotools:metabase, nif-0000-10293
Alternate URLSs: https://bio.tools/metabase
Record Creation Time: 20220129T080209+0000

Record Last Update: 20250426T055458+0000

Ratings and Alerts
No rating or validation information has been found for MetaBase.

No alerts have been found for MetaBase.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 67 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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Service: A Retrospective Quantitative Analysis. Healthcare (Basel, Switzerland), 12(20).

Deng J, et al. (2023) Modulation of Neuroimmune and Epithelial Dysregulation in Patients
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