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Generic Model Organism Database Project

RRID:SCR_001731
Type: Tool

Proper Citation

Generic Model Organism Database Project (RRID:SCR_001731)

Resource Information

URL.: http://gmod.org/wiki/Main_Page

Proper Citation: Generic Model Organism Database Project (RRID:SCR_001731)

Description: A collection of open source software tools for creating and managing genome-
scale biological databases. GMOD is made up databases, applications, and adaptor
software that connects these components together. You can use it to create a small
laboratory database of genome annotations, or a large web-accessible community database.
At first GMOD just featured model organisms but now any organism with any kind of
seguence associated with it is a good candidate as a subject for a GMOD database. There
are GMOD databases with just protein sequence in them, with EST sequence only, those
that are concerned primarily with gene expression, and even those dedicated to collections
of RNA sequence. They have also heard of GMOD databases for oligonucleotides and
plasmids.

Abbreviations: GMOD
Synonyms: Generic Model Organism Database

Resource Type: topical portal, portal, database, software resource, data or information
resource

Keywords: genome, biological database, model organism, software, annotation, gene,
sequence, expressed sequence tag, gene expression, rna sequence, oligonucleotide,
plasmid

Funding:

Availability: Open unspecified license
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Ratings and Alerts

No rating or validation information has been found for Generic Model Organism Database
Project.

No alerts have been found for Generic Model Organism Database Project.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 7 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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