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Proper Citation

Bitbucket (RRID:SCR_000502)

Resource Information

URL: https://bitbucket.org/

Proper Citation: Bitbucket (RRID:SCR_000502)

Description: A hosting site for the distributed version control systems (DVCS) Git and 
Mercurial. The service offering includes an issue tracker and wiki, as well as integration with 
a number of popular services such as Basecamp, Flowdock, and Twitter.

Abbreviations: Bitbucket

Synonyms: Atlassian Bitbucket

Resource Type: software resource, software repository

Keywords: source code

Funding:

Resource Name: Bitbucket

Resource ID: SCR_000502

Alternate IDs: nlx_158615

Record Creation Time: 20220129T080201+0000

Record Last Update: 20250429T054604+0000

Ratings and Alerts

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_000502/resolver
https://bitbucket.org/


No rating or validation information has been found for Bitbucket.

No alerts have been found for Bitbucket.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 16 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.

Shi YC, et al. (2018) Initial meconium microbiome in Chinese neonates delivered naturally or 
by cesarean section. Scientific reports, 8(1), 3255.

Pauli R, et al. (2018) Reproducing Polychronization: A Guide to Maximizing the 
Reproducibility of Spiking Network Models. Frontiers in neuroinformatics, 12, 46.

Mills DB, et al. (2018) The last common ancestor of animals lacked the HIF pathway and 
respired in low-oxygen environments. eLife, 7.

Deeg CM, et al. (2018) The kinetoplastid-infecting Bodo saltans virus (BsV), a window into 
the most abundant giant viruses in the sea. eLife, 7.

Taylor MS, et al. (2018) Dissection of affinity captured LINE-1 macromolecular complexes. 
eLife, 7.

Griffin PC, et al. (2017) Best practice data life cycle approaches for the life sciences. 
F1000Research, 6, 1618.

Silva LB, et al. (2017) General guidelines for biomedical software development. 
F1000Research, 6, 273.

Strother JA, et al. (2017) The Emergence of Directional Selectivity in the Visual Motion 
Pathway of Drosophila. Neuron, 94(1), 168.

Jiménez RC, et al. (2017) Four simple recommendations to encourage best practices in 
research software. F1000Research, 6.

Bresson S, et al. (2017) Nuclear RNA Decay Pathways Aid Rapid Remodeling of Gene 
Expression in Yeast. Molecular cell, 65(5), 787.

Van Loon J, et al. (2017) Rationalizing Acid Zeolite Performance on the Nanoscale by 
Correlative Fluorescence and Electron Microscopy. ACS catalysis, 7(8), 5234.
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Bucksch A, et al. (2017) Morphological Plant Modeling: Unleashing Geometric and 
Topological Potential within the Plant Sciences. Frontiers in plant science, 8, 900.

Blischak JD, et al. (2016) A Quick Introduction to Version Control with Git and GitHub. PLoS 
computational biology, 12(1), e1004668.

Beltran H, et al. (2016) Divergent clonal evolution of castration-resistant neuroendocrine 
prostate cancer. Nature medicine, 22(3), 298.

Perez-Riverol Y, et al. (2016) Ten Simple Rules for Taking Advantage of Git and GitHub. 
PLoS computational biology, 12(7), e1004947.

Pernet C, et al. (2015) Improving functional magnetic resonance imaging reproducibility. 
GigaScience, 4, 15.


