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3579 pcDNA3 Bad S136A

RRID:Addgene_8798
Type: Plasmid

Proper Citation

RRID:Addgene_8798

Plasmid Information

URL: http://www.addgene.org/8798

Proper Citation: RRID:Addgene_8798
Insert Name: Bad

Organism: Mus musculus

Bacterial Resistance: Ampicillin

Defining Citation: PMID:11493700

Vector Backbone Description: Backbone Marker:Invitrogen; Backbone Size:5400;
Vector Backbone:pcDNA3; Vector Types:Mammalian Expression; Bacterial
Resistance:Ampicillin

Plasmid Name: 3579 pcDNA3 Bad S136A
Relevant Mutation: S136A
Record Creation Time: 20220422T222604+0000

Record Last Update: 20260725T075327+0000

Ratings and Alerts
No rating or validation information has been found for 3579 pcDNA3 Bad S136A.

No alerts have been found for 3579 pcDNA3 Bad S136A.

Data and Source Information

Source: Addgene



https://neuinfo.org
https://neuinfo.org/data/record/nif-0000-11872-1/RRID:Addgene_8798/resolver
http://www.addgene.org/8798
https://pubmed.ncbi.nlm.nih.gov/11493700
https://neuinfo.org/rin/sources/SCR_002037

Usage and Citation Metrics
We found 2 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .

Huber AK, et al. (2024) Digital spatial profiling identifies the tumor center as a topological
niche in prostate cancer characterized by an upregulation of BAD. Scientific reports, 14(1),
20281.

Lee JS, et al. (2015) MCL-1-independent mechanisms of synergy between dual
PISK/mTOR and BCL-2 inhibition in diffuse large B cell lymphoma. Oncotarget, 6(34),
35202.
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