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pGGZ001

RRID:Addgene_48868
Type: Plasmid

Proper Citation

RRID:Addgene 48868

Plasmid Information

URL: http://www.addgene.org/48868

Proper Citation: RRID:Addgene_48868
Bacterial Resistance: Chloramphenicol and Spectinomycin

Defining Citation: PMID:24376629

Vector Backbone Description: Backbone Size:2673; Vector Backbone:pGreenll; Vector
Types:Golden Gate compatible plant transformation vector; Bacterial
Resistance:Chloramphenicol and Spectinomycin

Comments: This plasmid is designed as destination vector for Golden Gate cloning using
the Bsal enzyme. The 5' Bsal overhang can be exchanged using Kpnl and EcoRI. The 3'
Bsal overhang can be exchanged using Xhol and Xbal. There is also a a Notl-Pacl-SgslI-
SfaAl-Kpnl MCS in front of the A-overhang and an Xbal-Pael MCS after the G-overhang.
Plasmid Features (listed as bp in full plasmid sequence): Bsal site #1 = 640-650bp Bsal
site #2 = 2078-2088bp

Plasmid Name: pGGZ001
Record Creation Time: 20220422T222251+0000

Record Last Update: 20260725T074753+0000

Ratings and Alerts
No rating or validation information has been found for pGGZ001.

No alerts have been found for pGGZ001.

Data and Source Information



https://neuinfo.org
https://neuinfo.org/data/record/nif-0000-11872-1/RRID:Addgene_48868/resolver
http://www.addgene.org/48868
https://pubmed.ncbi.nlm.nih.gov/24376629

Source: Addgene

Usage and Citation Metrics
We found 8 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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are important in the extreme salinity tolerance of Salicornia bigelovii. Nature
communications, 15(1), 4279.

Reichel M, et al. (2024) ALBA proteins facilitate cytoplasmic YTHDF-mediated reading of
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