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EcNR2 Strain

RRID:Addgene_26931
Type: Plasmid

Proper Citation

RRID:Addgene 26931

Plasmid Information

URL: http://www.addgene.org/26931

Proper Citation: RRID:Addgene 26931
Bacterial Resistance: Chloramphenicol and Ampicillin

Defining Citation: PMID:19633652

Vector Backbone Description: Backbone Size:0; Vector Backbone:N/A; Vector
Types:E.coli bacterial strain; Bacterial Resistance:Chloramphenicol and Ampicillin

Comments: MG1655, bla, bio-, lambda-Red1, mutS—, cmR From the paper: mutS in
EcNR1 was replaced with the chloramphenicol resistance gene (cmR cassette).

Plasmid Name: EcNR2 Strain
Record Creation Time: 20220422T7222121+0000

Record Last Update: 20260725T074513+0000

Ratings and Alerts
No rating or validation information has been found for ECNR2 Strain.

No alerts have been found for ECNR2 Strain.

Data and Source Information

Source: Addgene
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