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PEGFP-SF2

RRID:Addgene_17990
Type: Plasmid

Proper Citation

RRID:Addgene 17990

Plasmid Information

URL: http://www.addgene.org/17990

Proper Citation: RRID:Addgene_17990
Insert Name: SF2

Organism: Homo sapiens

Bacterial Resistance: Kanamycin

Defining Citation: PMID:10766243

Vector Backbone Description: Backbone Marker:Clontech; Backbone Size:4700; Vector
Backbone:pEGFP-C1; Vector Types:Mammalian Expression; Bacterial
Resistance:Kanamycin

Plasmid Name: pEGFP-SF2
Relevant Mutation: contains SF2 (aal-210)
Record Creation Time: 20220422T222032+0000

Record Last Update: 20260725T074347+0000

Ratings and Alerts
No rating or validation information has been found for pEGFP-SF2.

No alerts have been found for pEGFP-SF2.

Data and Source Information

Source: Addgene



https://neuinfo.org
https://neuinfo.org/data/record/nif-0000-11872-1/RRID:Addgene_17990/resolver
http://www.addgene.org/17990
https://pubmed.ncbi.nlm.nih.gov/10766243
https://neuinfo.org/rin/sources/SCR_002037

Usage and Citation Metrics
We found 10 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .

McClellan B, et al. (2024) Flotillin-1 palmitoylation is essential for its stability and
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McClellan B, et al. (2022) An IGF-1R-mTORC1-SRPK2 signaling Axis contributes to
FASN regulation in breast cancer. BMC cancer, 22(1), 976.

Sertznig H, et al. (2022) SRSF1 acts as an IFN-I-regulated cellular dependency factor
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Anderson EN, et al. (2021) Traumatic injury compromises nucleocytoplasmic transport
and leads to TDP-43 pathology. eLife, 10.

Nakano Y, et al. (2019) Overlapping Activities of Two Neuronal Splicing Factors Switch
the GABA Effect from Excitatory to Inhibitory by Regulating REST. Cell reports, 27(3),
860.

Cywoniuk P, et al. (2017) Hybrid splicing minigene and antisense oligonucleotides as
efficient tools to determine functional protein/RNA interactions. Scientific reports, 7(1),
17587.
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Molecular and cellular biology, 35(11), 1926.

Patwardhan GA, et al. (2014) Ceramide modulates pre-mRNA splicing to restore the
expression of wild-type tumor suppressor p53 in deletion-mutant cancer cells. Biochimica
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