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PORTMAGE311B

RRID:Addgene_120418
Type: Plasmid

Proper Citation

RRID:Addgene 120418

Plasmid Information

URL: http://www.addgene.org/120418

Proper Citation: RRID:Addgene_ 120418
Insert Name: MutL E32K

Organism: Synthetic

Bacterial Resistance: Kanamycin

Defining Citation: PMID:31235632

Vector Backbone Description: Backbone Marker:The Standard European Vector
Architecture (SEVA); http://seva.cnb.csic.es/; Vector Backbone:pSEVA258; Vector
Types:Bacterial Expression; Bacterial Resistance:Kanamycin

Comments: Please visit the depositor's website: http://group.szbk.u-
szeged.hu/sysbiol/pal-csaba-lab-resources.html for additional information. To view a
protocol for using this plasmid, please visit http://group.szbk.u-
szeged.hu/sysbiol/EvGEn/resources.html Please visit
https://www.biorxiv.org/content/10.1101/495630v1 for bioRxiv preprint.

Plasmid Name: pPORTMAGE311B
Relevant Mutation: E32K mutation conferring dominant mutator phenotype
Record Creation Time: 20220422T221629+0000

Record Last Update: 20260725T073632+0000

Ratings and Alerts

No rating or validation information has been found for pPORTMAGE311B.
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No alerts have been found for PORTMAGE311B.

Data and Source Information

Source: Addgene

Usage and Citation Metrics
We found 7 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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