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BPK1520

RRID:Addgene_65777
Type: Plasmid

Proper Citation

RRID:Addgene 65777

Plasmid Information

URL: http://www.addgene.org/65777

Proper Citation: RRID:Addgene_ 65777

Insert Name: SpCas9 gRNA backbone, without spacer sequence
Organism: Synthetic

Bacterial Resistance: Ampicillin

Defining Citation: PMID:26098369

Vector Backbone Description: Backbone Marker:Joung lab (Addgene Plasmid # 43860);
Vector Backbone:MLM3636; Vector Types:Mammalian Expression, CRISPR; Bacterial
Resistance:Ampicillin

Comments: Use BsmBI sites to insert SQRNA spacer sequence into the vector. See the
supplemental document "Joung Lab gRNA Cloning Protocol” for more details. This
plasmid has been found to be somewhat unstable and prone to concatenation.
Concatenation often does not impact plasmid function, but may reduce transformation
efficiencies. You may need to screen multiple colonies to isolate the monomeric version of
this plasmid. If you still have trouble isolating the monomeric version, you might consider
linearizing, gel extracting, re-ligating, and transforming the plasmid.

Plasmid Name: BPK1520
Record Creation Time: 20220422T222414+0000

Record Last Update: 20260725T075012+0000

Ratings and Alerts

No rating or validation information has been found for BPK1520.



https://neuinfo.org
https://neuinfo.org/data/record/nif-0000-11872-1/Addgene_65777/resolver
http://www.addgene.org/65777
https://pubmed.ncbi.nlm.nih.gov/26098369

No alerts have been found for BPK1520.

Data and Source Information

Source: Addgene

Usage and Citation Metrics
We found 62 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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