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pKD3

RRID:Addgene_45604
Type: Plasmid

Proper Citation

RRID:Addgene_45604

Plasmid Information

URL: http://www.addgene.org/45604

Proper Citation: RRID:Addgene_45604
Insert Name: FRT-cat-FRT
Bacterial Resistance: Chloramphenicol and Ampicillin

Defining Citation: PMID:10829079

Vector Backbone Description: Backbone Marker:M. Koob (University of Wisconsin,
Madison); Vector Backbone:pANTS?; Vector Types:Bacterial Expression; Bacterial
Resistance:Chloramphenicol and Ampicillin

Comments: This is a template plasmids for frt-flanked cat cassette. The cat cassette
originally came from pSC140. pKD3 and pKD4 are identical except for the region between
the FRT sites, so they create an identical scar that has stop codons in all six reading
frames. As drawn in the map, this scar has an idealized ribosome binding site and start
codon for downstream (rightward) gene expression.

Plasmid Name: pKD3
Record Creation Time: 20220422T222235+0000

Record Last Update: 20260725T074727+0000

Ratings and Alerts
No rating or validation information has been found for pKD3.

No alerts have been found for pKD3.
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Source: Addgene

Usage and Citation Metrics
We found 20 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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