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3XFlag-pA-Tn5-Fl
RRID:Addgene_124601
Type: Plasmid

Proper Citation

RRID:Addgene_124601

Plasmid Information

URL: http://www.addgene.org/124601

Proper Citation: RRID:Addgene_124601

Insert Name: Protein A and hyperactive Tn5 transposase (Tnp) fusion protein

Organism: E. coli

Bacterial Resistance: Ampicillin

Defining Citation: PMID:31036827

Vector Backbone Description: Backbone Size:8079; Vector Backbone:pTXB1-Tn5;
Vector Types:Bacterial Expression; Bacterial Resistance:Ampicillin

Comments: Please note that verifying this plasmid by sequencing or digest is challenging
due to the presence of the helper plasmid, as multiple bands or mispriming is likely to
occur. See Addgene's sequencing results to compare sequences. This plasmid has been
found to be somewhat unstable and prone to concatenation. Concatenation often does not
impact plasmid function, but can reduce transformation or transfection efficiencies. If you
have trouble isolating the monomeric version of this plasmid, you might consider
linearizing, gel extracting, re-ligating, and transforming the plasmid.

Plasmid Name: 3XFlag-pA-Tn5-Fl

Record Creation Time: 20220422T221653+0000

Record Last Update: 20260815T080408+0000

Ratings and Alerts

No rating or validation information has been found for 3XFlag-pA-Tn5-Fl.

No alerts have been found for 3XFlag-pA-Tn5-Fl.

https://neuinfo.org
https://neuinfo.org/data/record/nif-0000-11872-1/Addgene_124601/resolver
http://www.addgene.org/124601
https://pubmed.ncbi.nlm.nih.gov/31036827


Data and Source Information

Source: Addgene

Usage and Citation Metrics

We found 32 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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Mendoza-Ferri MG, et al. (2025) Tissular chromatin-state cartography based on double-
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https://neuinfo.org/rin/sources/SCR_002037
https://neuinfo.org/data/record/nif-0000-11872-1/Addgene_124601/resolver/mentions


United States of America, 122(34), e2505021122.
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transcriptome in single cells using scMTR-seq. Science advances, 11(32), eadu3308.
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Cui X, et al. (2024) YY1 is involved in homologous recombination inhibition at guanine
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