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Lox-Stop-Lox TOPO

RRID:Addgene_11584
Type: Plasmid

Proper Citation

RRID:Addgene_ 11584

Plasmid Information

URL: http://www.addgene.org/11584

Proper Citation: RRID:Addgene_11584
Insert Name: loxP-STOP-loxP
Organism: SVv40

Bacterial Resistance: Kanamycin

Defining Citation: PMID:11751630

Vector Backbone Description: Backbone Marker:Invitrogen; Backbone Size:3500;
Vector Backbone:pCR-Blunt II-TOPO; Vector Types:Mammalian Expression, Cre/Lox;
Bacterial Resistance:Kanamycin

Comments: Plasmid containing LoxP-STOP-LoxP cassette for use in expressing genes
only after cre-mediated recombination. Please also see Lox-Stop-Lox TOPO Hygro
(http://www.addgene.org/35688) for a Hygromycin version of this plasmid.

Plasmid Name: Lox-Stop-Lox TOPO
Record Creation Time: 20220422T221606+0000

Record Last Update: 20260815T080237+0000

Ratings and Alerts
No rating or validation information has been found for Lox-Stop-Lox TOPO.

No alerts have been found for Lox-Stop-Lox TOPO.

Data and Source Information


https://neuinfo.org
https://neuinfo.org/data/record/nif-0000-11872-1/Addgene_11584/resolver
http://www.addgene.org/11584
https://pubmed.ncbi.nlm.nih.gov/11751630

Source: Addgene

Usage and Citation Metrics
We found 12 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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and Drives Restricted Changes in Bivalent Gene Expression. Cancer cell, 35(1), 140.

Dobson THW, et al. (2019) Transcriptional repressor REST drives lineage stage-specific
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