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Anti-Human CD19 (HIB19)-169Tm

RRID:AB_2893034
Type: Antibody

Proper Citation

(Standard BioTools Cat# 3169011, RRID:AB_2893034)

Antibody Information

URL: http://antibodyregistry.org/AB_ 2893034

Proper Citation: (Standard BioTools Cat# 3169011, RRID:AB_2893034)
Target Antigen: CD19

Host Organism: mouse

Clonality: monoclonal

Antibody Name: Anti-Human CD19 (HIB19)-169Tm
Description: This monoclonal targets CD19

Target Organism: human

Clone ID: HIB19

Antibody ID: AB_2893034

Vendor: Standard BioTools

Catalog Number: 3169011

Record Creation Time: 20260130T082143+0000

Record Last Update: 20260225T232137+0000

Ratings and Alerts

e Used for cytometry time of flight assay by the Human Islet Research Network
community. Contact(s): Mark Atkinson, Al Powers, Michael Feldman, Ali Naji, Klaus
Kaestner - Human Islets Research Network https://hirnetwork.org/
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No alerts have been found for Anti-Human CD19 (HIB19)-169Tm.

Data and Source Information

Source: Antibody Registry

Usage and Citation Metrics
We found 6 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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