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CD279 (PD-1)

RRID:AB_2738543
Type: Antibody

Proper Citation

BD Biosciences Cat# 564017, RRID:AB_2738543

Antibody Information

URL: http://antibodyreqgistry.org/AB 2738543

Proper Citation: BD Biosciences Cat# 564017, RRID:AB_2738543
Target Antigen: CD279 (PD-1)

Host Organism: mouse

Clonality: monoclonal

Comments: Applications: Flow cytometry

Antibody Name: CD279 (PD-1)

Description: This monoclonal targets CD279 (PD-1)
Target Organism: human

Clone ID: EH12.1 (also known as EH12)

Antibody ID: AB_2738543

Vendor: BD Biosciences

Catalog Number: 564017

Record Creation Time: 20250819T221730+0000

Record Last Update: 20250820T014351+0000

Ratings and Alerts
No rating or validation information has been found for CD279 (PD-1).

No alerts have been found for CD279 (PD-1).



https://neuinfo.org
https://neuinfo.org/data/record/nif-0000-07730-1/RRID:AB_2738543/resolver
http://antibodyregistry.org/AB_2738543

Data and Source Information

Source: Antibody Registry
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