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ACH-2
RRID:CVCL_0138
Type: Cell Line

Proper Citation

RRID:CVCL_0138

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_0138

Proper Citation: RRID:CVCL_0138

Description: Cell line ACH-2 is a Cancer cell line with a species of origin Homo sapiens
(Human)

Sex: Female

Disease: Childhood T acute lymphoblastic leukemia

Defining Citation: PMID:2463307, PMID:26912621, PMID:28086908

Comments: Virology: Latently infected with HIV-1 isolate LAI. The main site of integration
of the HIV-1 genome is located in the NT5C3A gene. Additional integration sites are found
in the SLC25A25-AS, EPT1 and NPLOC4 genes (PubMed=26912621;
PubMed=28086908)., Population: Caucasian.

Category: Cancer cell line

Organism: Homo sapiens (Human)

Name: ACH-2

Synonyms: ACH2

Cross References: BTO:BTO_0002551, MCCL:MCC:0000031, BEI_Resources:ARP-
349, cancercelllines:CVCL_0138, ChEMBL-Cells:CHEMBL3307897, ChEMBL-
Targets:CHEMBL614263, PubChem_Cell_line:CVCL_0138, Wikidata:Q54608362

ID: CVCL_0138

Hierarchy: cvcl_6244
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Ratings and Alerts

No rating or validation information has been found for ACH-2.

No alerts have been found for ACH-2.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 208 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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