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Huh-7.5.1

RRID:CVCL_E049
Type: Cell Line

Proper Citation

RRID:CVCL_E049

Cell Line Information

URL.: https://web.expasy.org/cellosaurus/CVCL E049

Proper Citation: RRID:CVCL_E049

Description: Cell line Huh-7.5.1 is a Cancer cell line with a species of origin Homo
sapiens (Human)

Sex: Male
Disease: Adult hepatocellular carcinoma

Defining Citation: PMID:15939869, PMID:23285155, PMID:25420655

Comments: Virology: Compared to the parent Huh-7 cell line, permits improved hepatitis
C virus (HCV) production when infected with strain JFH-1., Population: Japanese.

Category: Cancer cell line
Organism: Homo sapiens (Human)
Name: Huh-7.5.1

Synonyms: Huh 7.5.1, Huh7.5.1

Cross References: BTO:BTO 0005463, BioGRID_ORCS_Cell_line:735,
cancercelllines:CVCL_E049, CCTCC:GDC0137, ChEMBL-Cells:CHEMBL4483152,
ChEMBL-Targets:CHEMBL4483247, PubChem_Cell_line:CVCL_E049,
Wikidata:Q54896857

ID: CVCL_E049
Hierarchy: cvcl_7927

Record Creation Time: 20220427T220622+0000
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Ratings and Alerts
No rating or validation information has been found for Huh-7.5.1.

No alerts have been found for Huh-7.5.1.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics
We found 329 mentions in open access literature.
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