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Huh-7.5

RRID:CVCL_7927
Type: Cell Line

Proper Citation

RRID:CVCL_7927

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL 7927

Proper Citation: RRID:CVCL_7927

Description: Cell line Huh-7.5 is a Cancer cell line with a species of origin Homo sapiens
(Human)

Sex: Male
Disease: Adult hepatocellular carcinoma

Defining Citation: PMID:12438626, PMID:15708988, PMID:17079281, PMID:17552027,
PMID:25768906, PMID:27929099, PMID:29468137, PMID:30504788

Comments: Virology: Highly susceptible to infection by Zika virus (ZIKV)
(PubMed=29468137)., Virology: Highly permissive for hepatitis C virus (HCV) replication.,
Population: Japanese., Part of: ENCODE project common cell types; tier 3.

Category: Cancer cell line
Organism: Homo sapiens (Human)
Name: Huh-7.5

Synonyms: Huh 7.5, Huh7.5

Cross References: BTO:BTO 0004126, EFO:EFO_0005704,

BioGRID _ORCS_Cell line:1220, cancercelllines:CVCL_7927, ENCODE:ENCBS227AAA,
GEO:GSM816671, GEO:GSM2247740, GEO:GSM2247741, GEO:GSM2247742,
Lonza:1432, PRIDE:PXD006386, Wikidata:Q54896856

ID: CVCL_7927

Hierarchy: cvcl_0336
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Ratings and Alerts
No rating or validation information has been found for Huh-7.5.

No alerts have been found for Huh-7.5.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics
We found 1057 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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