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hTERT-RPE1

RRID:CVCL_4388
Type: Cell Line

Proper Citation

ATCC Cat# CRL-4000, RRID:CVCL_4388

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL 4388

Proper Citation: ATCC Cat# CRL-4000, RRID:CVCL_4388

Description: Cell line hTERT-RPEL is a Telomerase immortalized cell line with a species
of origin Homo sapiens (Human)

Sex: Female

Defining Citation: PMID:9454332, PMID:11980883, PMID:25177495, PMID:25877200,
PMID:28350380, PMID:30971826

Category: Telomerase immortalized cell line
Organism: Homo sapiens (Human)
Name: hTERT-RPE1

Synonyms: hTERT RPE1, hTERT-RPE-1, hTERT RPE-1, hTERT-RPE, TERT-RPEL,
RPE-1, RPE1, RPE1-hTERT, RPE1-hTert, RPE-hTERT

Cross References: BTO:BTO 0004790, EFO:EFO_0022539, 4DN:4DNSRHGVFSRJ,
ATCC:CRL-4000, BioGRID_ORCS_Cell_line:157, BioSample:SAMNO03472089,
Cell_Model_Passport:SIDM00409, ChEMBL-Cells:CHEMBL3307755, ChEMBL-
Targets:CHEMBL615013, GEO:GSM2371252, GEO:GSM7701393, GEO:GSM7701394,
PRIDE:PXD004915, PubChem_Cell_line:CVCL_4388, Wikidata:Q54896633

ID: CVCL_4388
Vendor: ATCC
Catalog Number: CRL-4000

Hierarchy: cvcl_b365
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Ratings and Alerts
No rating or validation information has been found for nTERT-RPEL1.

No alerts have been found for hnTERT-RPEL.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 471 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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