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Vero C1008
RRID:CVCL_0574
Type: Cell Line

Proper Citation

CLS Cat# 305008, RRID:CVCL_0574

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_0574

Proper Citation: CLS Cat# 305008, RRID:CVCL_0574

Description: Cell line Vero C1008 is a Spontaneously immortalized cell line with a
species of origin Chlorocebus sabaeus (Green monkey)

Sex: Female

Defining Citation: PMID:15731278, PMID:16494729, PMID:19016439, PMID:32020029,
PMID:32511316, PMID:33389257, PMID:34339474

Comments: Virology: Susceptible to infection by SARS coronavirus 2 (SARS-CoV-2)
(COVID-19) (PubMed=32020029; PubMed=32511316; PubMed=33389257;
PubMed=34339474)., Virology: Susceptible to infection by SARS coronavirus (SARS-
CoV). Produces a lytic infection (PubMed=15731278; PubMed=16494729)., Virology:
Susceptible to infection by many viruses. Supports the growth of slowly replicating viruses
(ATCC=CRL-1586)., Group: Vaccine production cell line., Group: Non-human primate cell
line.

Category: Spontaneously immortalized cell line

Organism: Chlorocebus sabaeus (Green monkey)

Name: Vero C1008

Synonyms: VERO C1008, VeroC1008, VEROC1008, VERO C 1008, VERO C1008 (E6),
Vero 76 clone E6, Vero 76 clone E-6, Vero E-6, Vero E6, VERO E6, Vero-E6, VeroE6

Cross References: BTO:BTO_0004755, CLO:CLO_0009527, MCCL:MCC:0000479,
CLDB:cl4656, CLDB:cl4657, ATCC:CRL-1586, BCRC:60476, BCRJ:0407,
BioGRID_ORCS_Cell_line:1349, CCRID:1101MON-PUMC000388, CCRID:1102MON-
NIFDC00097, CCRID:3101MONGNO17, CCRID:4201MON-CCTCC00146,
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CCTCC:GDC0146, ChEMBL-Cells:CHEMBL4295411, ChEMBL-
Targets:CHEMBL4303840, CLS:305008, ECACC:85020206, GEO:GSM758827,
GEO:GSM758828, GEO:GSM758829, GEO:GSM758830, GEO:GSM758831,
GEO:GSM758832, GEO:GSM758833, GEO:GSM758834, GEO:GSM758835,
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Ratings and Alerts

No rating or validation information has been found for Vero C1008.

No alerts have been found for Vero C1008.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics

We found 7831 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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