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C3H/10T1/2 clone 8

RRID:CVCL_0190
Type: Cell Line

Proper Citation

RRID:CVCL_0190

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL 0190

Proper Citation: RRID:CVCL_0190
Sex: Sex unspecified

Defining Citation: PMID:3152871, PMID:4357355, PMID:4796800, PMID:25277546

Comments: Breed/subspecies: C3H., Derived from sampling site: Whole embryo. Cell
type=Fibroblast., Misspelling: C3HT101/2; Occasionally., Misspelling: C3HIOT 1/2; In NCI-
DTP., Omics: SNP array analysis., Doubling time: 15.5 hours, at 9th passage
(PubMed=4357355)., Part of: ENCODE project mouse cell lines., Group: Space-flown cell
line (cellonaut)., Discontinued: JCRB; JCRB0602; true.

Category: Spontaneously immortalized cell line
Name: C3H/10T1/2 clone 8

Synonyms: C3H/10T1/2-clone8, C3H/10T1/2 CL8, C3H10T1/2 clone8, C3H10T1/2CLS8,
10T1/2(clone8), 10T1/2, C3H10T1-2, C3H10T1/2, C3H-10T1/2, C3H 10T1/2, C3H/10T1/2

Cross References: BTO:BT0:0004058, BTO:BT0O:0005930, CLO:CLO_0002120,
CLO:CLO_0050546, EFO:EFO_0002816, MCCL:MCC:0000081, CLDB:cl567,
CLDB:cl568, AddexBio:P0011003/4921, ATCC:CCL-226, CCRID:1101MOU-
PUMCO000665, CCRID:3101MOUGNM19, CCRID:3101MOUSCSP506, ChEMBL-
Cells:CHEMBL3307493, ChEMBL-Targets:CHEMBL614531, CLS:305164,
ECACC:99072801, ENCODE:ENCBSO034ENC, ENCODE:ENCBSO035ENC,
JCRB:IFO50415, JCRB:JCRB0003, JCRB:JCRB0602, JCRB:JCRB9080, KCB:KCB
2010243YJ, KCLB:10226, Lonza:1346, NCI-DTP:C3HIOT 1/2,
PubChem_Cell_line:CVCL_0190, RCB:RCB0247, TOKU-E:3959, Wikidata:Q54808159

ID: CVCL_0190
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Record Creation Time: 20220427T215434+0000

Record Last Update: 20260808T235017+0000

Ratings and Alerts
No rating or validation information has been found for C3H/10T1/2 clone 8.

Warning: Discontinued: JCRB; JCRB0602

Breed/subspecies: C3H., Derived from sampling site: Whole embryo. Cell
type=Fibroblast., Misspelling: C3HT101/2; Occasionally., Misspelling: C3HIOT 1/2; In NCI-
DTP., Omics: SNP array analysis., Doubling time: 15.5 hours, at 9th passage
(PubMed=4357355)., Part of: ENCODE project mouse cell lines., Group: Space-flown cell
line (cellonaut)., Discontinued: JCRB; JCRB0602; true.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics
We found 710 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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